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CpG Island Info

CpG Island Info

Position: chrl16:67328536-67329845
Band: 16g22.1

Genomic Size: 1310

View DINA for this feature

Size: 1310

CpG count: 104

C count plus G count: 857

Percentage CpG: 15.9%

Percentage C or G: 65.4%

Ratio of observed to expected CpG: 0.76

View table schema

Go to CpG Islands track controls

Data last updated: 2005-12-14
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Get DNA in Window

Get DNA for

Position |chr1B:B?.SEB.SSB-E?.329.845

Note: if vou would prefer to get DINA for more than one feature of this track at a time, trv the T
sequence.

Sequence Retrieval Region Options:

Add IU extra bases upstream (5") and IU extra downstream (3")

Note: if a feature is close to the beginning or end of a chromosome and upstream'downstream base
order to avoid extending past the edge of the chromosome.

Sequence Formatting Options:

& Afl upper case.

© All lower case.

¥ Mask repeats: 0 to lower case @ to N

[T Reverse complement (get '-' strand sequence)

get DNA extended case/color options |

Note: The "Mask repeats” option applies only to "get DINA", not to "extended case/color options”.

2/2 0912v1.0



