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Middle East respiratory syndrome-related

coronavirus (MERS-CoV)

Human coronavirus 229E (HCoV-229E)
Human coronavirus OC43 (HCoV-OC43)
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Influenza B virus

Influenza C virus

Influenza D virus

Human parainfluenza virus 1

Human parainfluenza virus 3

Human parainfluenza virus 4a

Parainfluenza virus 5

Bovine parainfluenza virus 3

Caprine parainfluenza virus 3 strain JS2013

Porcine parainfluenza virus 1 strain S206N
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